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Figure S1. Number of nuclei (indicative of number of cells) collected for cohort and AOIs and ROIs used for analysis of expression in PNI and non-PNI foci. 
a)Number of nuclei and library sizes for all ROIs and AOIs that pass QC (n= 74); b) Number of nuclei and library sizes for PanCK positive AOIs (n=40) and 
c) Number of nuclei and library sizes for Full ROIs icollected from PGP9.5 positive areas(n=17).
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